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^Figure 4A: Sequence of Ad5 fiber 

TB^V5^ ATGAAGCGCGCAAGACCGTCTGAAGATACCTTCAACCCCGTGTATCCATATGACACGGAAACCGGTC 

CTCCAACTGTGCCTTTTCTTACTCCTCCCTTTGTATCCCCCAATGGGTTTCAAGAGAGTCCCCCTGG 

GGTACTCTCTTTGCGCCTATCCGAACCTCTAGTTACCTCCAATGGCATGCTTGCGCTCAAAATGGGC 

AACGGCCTCTCTCTGGACGAGGCCGGCAACCTTACCTCCCAAAATGTAACCACTGTGAGCCCACCTC 

TCAAAAAAACCAAGTCAAACATAAACCTGGAAATATCTGCACCCCTCACAGTTACCTCAGAAGCCCT 

AACTGTGGCTGCCGCCGCACCTCTAATGGTCGCGGGCAACACACTCACCATGCAATCACAGGCCCCG 

CTAACCGTGCACGACTCCAAACTTAGCATTGCCACCCAAGGACCCCTCACAGTGTCAGAAGGAAAGC 

TAGCCCTGCAAACATCAGGCCCCCTCACCACCACCGATAGCAGTACCCTTACTATCACTGCCTCACC 

CCCTCTAACTACTGCCACTGGTAGCTTGGGCATTGACTTGAAAGAGCCCATTTATACACAAAATGGA 

AAACTAGGACTAAAGTACGGGGCTCCTTTGCATGTAACAGACGACCTAAACACTTTGACCGTAGCAA 

CTGGTCCAGGTGTGACTATTAATAATACTTCCTTGCAAACTAAAGTTACTGGAGCCTTGGGTTTTGA 

TTCACAAGGCAATATGCAACTTAATGTAGCAGGAGGACTAAGGATTGATTCTCAAAACAGACGCCTT 

ATACTTGATGTTAGTTATCCGTTTGATGCTCAAAACCAACTAAATCTAAGACTAGGACAGGGCCCTC 

TTTTTATAAACTCAGCCCACAACTTGGATATTAACTACAACAAAGGCCTTTACTTGTTTACAGCTTC 

AAACAATTCCAAAAAGCTTGAGGTTAACCTAAGCACTGCCAAGGGGTTGATGTTTGACGCTACAGCC 

ATAGCCATTAATGCAGGAGATGGGCTTGAATTTGGTTCACCTAATGCACCAAACACAAATCCCCTCA 

AAACAAAAATTGGCCATGGCCTAGAATTTGATTCAAACAAGGCTATGGTTCCTAAACTAGGAACTGG 

CCTTAGTTTTGACAGCACAGGTGCCATTACAGTAGGAAACAAAAATAATGATAAGCTAACTTTGTGG 

ACCACACCAGCTCCATCTCCTAACTGTAGACTAAATGCAGAGAAAGATGCTAAACTCACTTTGGTCT 

TAACAAAATGTGGCAGTCAAATACTTGCTACAGTTTCAGTTTTGGCTGTTAAAGGCAGTTTGGCTCC 

AATATCTGGAACAGTTCAAAGTGCTCATCTTATTATAAGATTTGACGAAAATGGAGTGCTACTAAAC 

AATTCCTTCCTGGACCCAGAATATTGGAACTTTAGAAATGGAGATCTTACTGAAGGCACAGCCTATA 

CAAACGCTGTTGGATTTATGCCTAACCTATCAGCTTATCCAAAATCTCACGGTAAAACTGCCAAAAG 

TAACATTGTCAGTCAAGTTTACTTAAACGGAGACAAAACTAAACCTGTAACACTAACCATTACACTA 

AACGGTACACAGGAAACAGGAGACACAACTCCAAGTGCATACTCTATGTCATTTTCATGGGACTGGT 

CTGGCCACAACTACATTAATGAAATATTTGCCACATCCTCTTACACTTTTTCATACATTGCCCAAGA 
ATAA 



Figure 4B: Sequence of Ad5/fibl2 chimeric fiber 

ATGAAGCGCGCAAGACCGTCTGAAGATACCTTCAACCCCGTGTATCCATAtGACfCCATTTGACACAT 
CAGACGTACCCTTTGTTACACCCCCTTTTACTTCTTCCAATGGTCTTCAAGAAAAACCACCAGGTGT 
ATTAGCACTTAATTACAAAGACCCCATTGTAACTGAAAATGGAACCCTTACACTCAAGCTAGGGGAC 
GGAATAAAACTTAATGCCCAAGGTCAACTTACAGCTAGTAATAATATCAATGTTTTGGAGCCCCTTA 
CCAACACCTCACAAGGTCTTAAACTTTCTTGGAGCGCCCCCCTAGCAGTAAAGGCTAGTGCCCTCAC 
ACTTAACACAAGAGCGCCCTTAACCACAACGGATGAAAGCTTAGCCTTAATAACCGCCCCTCCCATT 
ACAGTAGAGTCTTCGCGTTTGGGCTTGGCCACCATAGCCCCTCTAAGCTTAGATGGAGGTGGAAACC 
TAGGTTTAAATCTTTCTGCTCCCCTGGACGTTAGTAACAACAATTTGCATCTCACCACTGAAACTCC 
CTTAGTTGTAAATTCTAGCGGTGCCCTATCTGTTGCTACTGCAGACCCCATAAGTGTTCGCAACAAC 
GCTCTTACCCTACCTACGGCAGATCCGTTAATGGTGAGCTCCGATGGGTTGGGAATAAGTGTCACTA 
GTCCCATTACAGTAATAAACGGTTCCTTAGCCTTGTCTACAACTGCTCCCCTCAACAGCACAGGATC 
CACTTTAAGTCTGTCTGTTGCCAATCCTCTGACTATTTCACAAGACACATTGACTGTTTCCACTGGT 
AACGGTCTTCAAGTGTCGGGGTCTCAATTAGTAACAAGAATAGGGGATGGTTTAACATTCGATAATG 
GGGTCATGAAAGTAAACGTTGCCGGGGGAATGAGAACTTCTGGCGGTAGAATAATTTTAGATGTTAA 
TTATCCCTTTGATGCGAGCAATAACCTGTCCTTAAGACGGGGATTGGGACTAATTTATAACCAATCT 

acaaactggaacttaacaactgatattagtaccgaaaaaggtttaatgtttagtggcaatcaaatag 
ctcttaatgcaggtcaggggcttacatttaataatggccaacttagggttaagttgggagctggact 
tatttttgattcaaacaataacattgccttaggcagcagcagcaacactccatacgaccctctgaca 
ctgtggacaactcctgacccaccaccaaactgcagcctcatacaagagctagatgcaat^ctcaccc 
tgtgcttaacaaaaaacggatctattgttaatggcattgtaagtttagtgggtgttaagggtaatct 
cctaaatatccaaagtactactaccactgtaggagtgcatttagtgtttgatgaacagggaagatta 
atcacatcaacccctactgccctggttccccaagcttcgtggggatatagacaaggccaatcagtgt 
ctaccaatactgttaccaatggtctaggttttatgcctaatgtgagtgcttaccctagacCaaatgc 
cagtgaggctaaaagccaaatggtaagtctcacgtacttacagggagatacatctaaacctataaca 
atgaaagttgcatttaatggcattacgtcgctaaatggatactctttaacattcatgtggtcaggtc 
tatcaaactatataaatcagcctttctctacaccatcctgctccttntcttacattgcccaagaata 

AATGCATTAG 



Figure 4C: Sequence of Ad5/fibl6 chimeric fiber 



ATGAAGCGCGCAAGACCGTCTGAAGATACCTTCAACCCCGTGTATCCATATGAAGATGAAAGCAGCT 
CACAACACCCCTTTATAAACCCTGGTTTCATTTCCTCAAATGGTTTTGCACAAAGCCCAGATGGAGT 
TCTAACTCTTAAATGTGTTAATCCACTCACTACCGCCAGCGGACCCCTCCAACTTAAAGTTGGAAGC 
AGTCTTACAGTAGATACTATCGATGGGTCTTTGGAGGAAAATATAACTGCCGAAGCGCCACTCACTA 
AAACTAACCACTCCATAGGTTTATTAATAGGATCTGGCTTGCAAACAAAGGATGATAAACTTTGTTT 
ATCGCTGGGAGATGGGTTGGTAACAAAGGATGATAAACTATGTTTATCGCTGGGAGATGGGTTAATA 
ACAAAAAATGATGTACTATGTGCCAAACTAGGACATGGCCTTGTGTTTGACTCTTCCAATGCTATCA 
CCATAGAAAACAACACCTTGTGGACAGGCGCAAAACCAAGCGCCAACTGTGTAATTAAAGAGGGAGA 
AGATTCCCCAGACTGTAAGCTCACTTTAGTTCTAGTGAAGAATGGAGGACTGATAAATGGATACATA 
ACATTAATGGGAGCCTCAGAATATACTAACACCTTGTTTAAAAACAATCAAGTTACAATCGATGTAA 
ACCTCGCATTTGATAATACTGGCCAAATTATTACTTACCTATCATCCCTTAAAAGTAACCTGAACTT 
TAAAGACAACCAAAACATGGCTACTGGAACCATAACCAGTGCCAAAGGCTTCATGCCCAGCACCACC 
GCCTATCCATTTATAACATACGCCACTGAGACCCTAAATGAAGATTACATTTATGGAGAGTGTTACT 
ACAAATCTACCAATGGAACTCTCTTTCCACTAAAAGTTACTGTCACACTAAACAGACGTATGTTAGC 
TTCTGGAATGGCCTATGCTATGAATTTTTCATGGTCTCTAAATGCAGAGGAAGCCCCGGAAACTACC 
GAAGTCACTCTCATTACCTCCCCCTTCTTTTTTTCTTATATCAGAGAAGATGACTGAATGCATTAG 



Figure 4D: Sequence of Ad5/fib28 chimeric fiber 



ATGTTGTTGCAGATGAAGCGCGC7VAGACCGTCTGAAGATACCTTCAACCCCGTGTATCCATATGGCT 
ACGCGCGGAATCAGAATATCCCCTTCCTCACTCCCCCCTTTGTTTCTTCCGATGGATTCCAAAACTT 
CCCACCTGGGGTCCTGTCACTCAAACTGGCTGACCCAATCACCATCGCTAATGGGGATGTCTCACTC 
AAGTTGGGAGGCGGACTGACGGTGGAAAAAGAGTCTGGAAACTTAACTGTGAACCCTAAGGCTCCCT 
TGCAAGTTGCAAGTGGACAATTGGAATTAGCATATGATTCTCCATTTGATGTTAAAAACAATATGCT 
TACTCTTAAAGCAGGTCACGGCTTAGCAGTTGTAACGAAAGACAATACTGATTTACAACCACT7VATG 
GGCACACTTGTTGTTTTAACTGGCAAAGGCATTGGCACTGGCACAAGTGCTCACGGTGGAACCATAG 
ATGTGAGAATAGGAAAAAACGGAAGTCTGGCATTTGACAAAAATGGAGATTTGGTGGCCTGGGATAA 
AGAAAATGACAGGCGCACTCTATGGACAACTCCAGACACATCTCCAAATTGCAAAATGAGTGAAGTC 
AAAGACTCAAAGCTTACTCTTATTCTTACAAAATGCGGAAGTCAAATTCTAGGAAGTGTATCTTTGC 
TTGCTGTAAAAGGAGAATATCAAAATATGACTGCCAGTACTAATAAGAATGTAAAAATAACACTGCT 
ATTTGATGCTAATGGAGTCTTGTTAGAAGGATCCAGTCTTGATAAAGAGTACTGGAACTTTAGAAAC 
AATGATTCTACTGTGTCTGGAAAATATGAAAATGCTGTTCCGTTCATGCCTAACATAACAGCTTATA 
AACCCGTCAATTCTAAAAGCTATGCCAGAAGTCACATATTTGGAAATGTATATATTGCTGCTAAGCC 
ATATAATCCAGTGGTTATTAAAATTAGCTTCAATCAAGAGACACAAAACAATTGTGTCTATTCTATA 
TCATTTGACTACACTTGCTCTAAAGAGTATACAGGTATGCAATTCGATGTTACATCTTTCACCTTCT 
CCTATATCGCCCAAGAATGAATGCATTAG 



Figure 4E: Sequence of Ad5/fib40-L chimeric fiber 

ATGTTGTTGCAGATGAAGCGCGCAAGACCGTCTGAAGATACCTTCAACCCCGTGTATCCATATGAAC 
ACTACAATCCCCTTGACATTCCATTTATTACACCCCCGTTTGCTTCCTCCAACGGCTTGCAAGAAAA 
ACCTCCGGGAGTCCTCAGCCTGATUVTACACTGATCCACTTACAACCAAAAACGGGGCTTTAACCTTA 
AAATTGGGCACGGGACTAAACATTGATAAAAATGGAGATCTTTCTTCAGATGCTAGCGTGGAAGTTA 
GCGCCCCTATCACTAAAACCAACAAAATCGTAGGTTTAAATTACACTAAGCCTCTCGCTCTGCAAAA 
TAACGCGCTTACTCTTTCTTACAACGCGCCCTTTAACGTAGTAAATAATAATTTAGCTCTAAATATG 
TCACAGCCTGTTACTATTAATGCAAACAACGAACTTTCTCTCTTAATAGACGCCCCACTTAATGCTG 
ACACGGGCACTCTTCGCCTTCGAAGTGATGCACCTCTTGGACTAGTAGACAAAACACTAAAGGTTTT 
GTTTTCTAGCCCCCTCTATCTAGATAATAACTTTCTTACACTAGCCATTGAACGCCCGCTAGCTCTA 
TCCAGTAACAGAGCAGTGGCCCTTAAGTATTCACCACCTTTAAAAATAGAAAACGAAAACTTAACCC 
TAAGCACAGGCGGACCTTTTACTGTAAGCGGGGGAAATTTAAACCTGGCAACATCGGCACCCCTCTC 
CGTGCAAAACAATTCTCTCTCCTTAGGGGTTAACCCGCCTTTTCTCATCACTGACTCTGGATTAGCT 
ATGGACTTAGGAGACGGTCTTGCATTAGGTGGCTCTAAGTTAATAATCAATCTTGGTCCAGGTTTAC 
AAATGTCTAATGGAGCTATTACTTTAGCACTAGATGCAGCGCTGCCTTTGCAATATAAAAACAACCA 
ACTTCAACTCAGAATTGGCTCCGCGTCTGCTTTAATTATGAGCGGAGTAACACAAACATTAAACGTC 
AATGCCAATACCAGCAAAGGTCTTGCTATTGAAAATAACTCACTAGTTGTTAAGCTAGGAAACGGTC 
TTCGCTTTGATAGCTGGGGAAGCATAGCTGTCTCACCTACTACCACTACCCCTACCACCCTATGGAC 
CACCGCGGACCCGTCTCCTAACGCCACTTTTTATGAATCACTAGACGCCAAAGTGTGGCTAGTTTTA 
GTAAAATGCAACGGCATGGTTAACGGGACCATATCCATTAAAGCTCAAAAAGGCACTTTACTTAAAC 
CCACAGCTAGCTTTATTTCCTTTGTCATGTATTTTTACAGCGACGGAACGTGGAGGAAAAACTATCC 
CGTGTTTGACAACGAAGGGATACTAGCAAACAGTGCCACATGGGGTTATCGACAAGGACAGTCTGCC 
AACACTAACGTTTCCAATGCTGTAGAATTTATGCCTAGCTCTAAAAGGTATCCCAATGAAAAAGGTT 
CTGAAGTTCAGAACATGGCTCTTACCTACACTTTTTTGCAAGGTGACCCTAACATGGCCATATCTTT 
TCAGAGCATTTATAATCATGCAATAGAAGGCTACTCATTAAAATTCNCCTGGCGCGTTCGAAATAAT 
GAACGTTTTGACATCCCCTGTTGCTCATTTTCTTATGTAACAGAACAATAAATGCATTAG 




Figure 5 
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Figure 9A 



Alignment Report of Untitled, using Ctustal method with Wei^tad residue weight table. 

Thursday, Novemt)ef 19, 1998 16:25 

1 ATG GC CAAACGA GCTCG GCTA AG CAGCT Adl6 ombankTseq 

1 A T G iT T G T T d C aIgI A^ G aIa G c"gc!g cIaI AfCAlcfcl cfr c TGAAGATaI Ad5/fibl6.seq 

29 CCTTCAATCCGGTCTACCCCTATGAAGATGAAAGCAGCTC Adl6 geibank.seq 
41 CCTTCAaSc cSg tSt aSc cHt ATGAAGATGAAAGCAGCTC Ad5/fiJ3l6.9eq 

ffl ACAACACCCCTTTATAAACCCTGGTTTCATTTCCTCAAAT M16 geribank.seq 

81 ACAACACCCCTTTATAAACCCTGGTTTCATTTCCTCAAAT AcB/fibl6 . seq 

109 GGTTTTGCACAAAGCCCAGATGGAGTTCTAACTCTTAAAT Adl6 geribank.seq 

121 GGTTTTGCACAAAGCCCAGATGGAGTTCTAACTCTTAAAT Ad5/fibl6.38q 

149 GTGTTAATCCACTCACTACCGCCAGCGGACCCCTCCAACT Adl6 geibank.secq 

161 GTGTTAATCCACTCACTACCGCCAGCGGACCCCTCCAACT Ad5/fibl6.seq 

189 TAAAGTTGGAAGCAGTCTTACAGTAGATACTATCGATGGG Ac316 genhank.secq 

201 TAAAGTTGGAAGCAGTCTTACAGTAGATACTATCGATGGG Ad5/fiM6.seq 

229 TCTTTGGAGGAAAATATAACTGCCGCAGCGCCACTCACTA Adl6 geribank.se«j 

241 TCTTTGGAGGAAAATATAACTGCC gHa GCGCCACTCACTA Ad5/f ibl6 . seq 

269 AAACTAACCACTCCATAGGTTTATTAATAGGATCTGGCTT Adl6 genbank.setq 

281 AAACTAACCACTCCATAGGTTTATTAATAGGATCTGGCTT Ad5/fibl6.seq 

309 GCAAACAAAGGATGATAAACTTTGTTTATCGCTGGGAGAT Adl6 genbank.seq 

321 GCAAACAAAGGATGATAAACTTTGTTTATCGCTGGGAGAT Ad5/fibl6.seq 

349 GGGTTGGTAACAAAGGATGATAAACTATGTTTATCGCTGG Adl6 gesibank.seq 

361 GGGTTGGTAACAAAGGATGATAAACTATGTTTATCGCTGG Ad5/fihl6.seq 

389 GAGATGGGTTAATAACAAAAAATGATGTACTATGTGCCAA Adl6 geribank.seq 

401 GAGATGGGTTAATAACAAAAAATGATGTACTATGTGCCAA Ad5/fibl6.seq 

429 ACTAGGACATGGCCTTGTGTTTGACTCTTCCAATGCTATC Adl6 gaibank.s^ 

441 ACTAGGACATGGCCTTGTGTTTGACTCTTCCAATGCTATC AdB/fibae.seq 

469 ACCATAGAAAACAACACCTTGTGGACAGGCGCAAAACCAA Adl6 geaibarik.sai 

481 ACCATAGAAAACAACACCTTGTGGACAGGCGCAAAACCAA fld5/fibl6.seq 

509 GCGCCAACTGTGTAATTAAAGAGGGAGAAGATTCCCCAGA Adl6 gaibank.seq 

521 GCGCCAACTGTGTAATTAAAGAGGGAGAA6ATTCCCCAGA Ad5/fibl6,seq 

549 CTGTAAGCTCACTTTA6TTCTAGTGAAGAATGGAGGACTG AcJlS gehbonk.seg 

561 CTGTAAGCTCACTTTAGTTCTAGTGAAGAATGGAGGACTG Ad5/fibl6.seq 

589 ATAAATGGATACATAACATTAATGGGAGCCTCAGAATATA Adl6 geribank.seq 

601 ATAAATGGATACATAACATTAATGGGAGCCTCAGAATATA ;d5/fibl6.seq 

629 CTAACACCTTGTTTAAAAACAATCAAGTTACAATCGATGT Adl6 gaibank.seq 

641 CTAACACCTTGTTTAAAAACAATCAA'GTTACAATCGATGT Ad5/f ibl6 . seq 

669 AAACCTCGCATTTGATAATACTGGCCAAATTATTACTTAC Adl6 gerfbank.seq 

681 AAACCTCGCATTTGATAATACTGGCCAAATTATTACTTAC Ad5/fibl6.seq 

709 CTATCATCCCTTAAAAGTAACCTGAACTTTAAAGACAACC Adl6 geibank.seq 

721 CTATCATCCCTTAAAAGTAACCTGAACTTTAAAGACAACC Ad5/fihl6.seq 




Figure 9 A , eontd. 



Altgnment Report of Untitled, using Ctustal method with Weighted residue weight tabte. 

Thursday, November 19, 1998 1B:26 

AAAACATGGCTACTGGAACCATAACCAGTGCCAAAGGCTT Mie geribank.sec 
761 AAAACATGGCTACTGGAACCATAACCAGTGCCAAAGGCTT Ad5/fihl6.seq 

789 CATGCCCAGCACCACCGCCTATCCATTTATAACATACGCC Adl6 geribank.sec 
801 CATGCCCAGCACCACCGCCTATCCATTTATAACATACGCC M5/fil3l6.seq 

829 ACTGAGACCCTAAATGAAGATTACATTTATGGAGAGTGTT Adl6 geritsnk.sec 
841 ACTGAGACCCTAAATGAAGATTACATTTATGGAGAGTGTT Ad5/filjl6.seq 

869 ACTACAAATCTACCAATGGAACTCTCTTTCCACTAAAAGT Adl6 gaibank.sec 
881 ACTACAAATCTACCAATGGAACTCTCTTTCCACTAAAAGT Ad5/fibl6.seq 

909 TACTGTCACACTAAACAGACGTATGTTAGCTTCTGGAATG Adl6 geibahk.sec 
921 TACTGTCACACTAAACAGACGTATGTTAGCTTCTGGAATG Ad5/f iMG . seq 

949 GCCTATGCTATGAATTTTTCATGGTCTCTAAATGCAGAGG AdlS genbanlc.seg 
961 GCCTATGCTAT6AATTTTTCATGGTCTCTAAATGCAGAGG Ad5/fihl6.seq 

989 AAGCCCCGGAAACTACCGAAGTCACTCTCATTACCTCCCC AdlS geriaank.seq 
1001 AAGCCCCGGAAACTACCGAAGTCACTCTCATTACCTCCCC Ad5/fihl6.seq 

1029 CTTCTTTTTTTCTTATATCAGAGAAGATGACTGA Adl6 gaibank.sec 

1041 CTTCTTTTTTTCTTATATCAGAGAAGATGACTGA Ad5/fibl6.seq 



Deoaaratdcm 'Declaration #1' : Bck residues that differ fron Adl6 genbank.seq. 




Figure 9B 



Alignment Report of Untitled, using Clustal method wtth PAM250 residue weight table. 
Thursday, November 19, 1998 18:09 

1 MAKRARLS SFNPVYPYEDESSSQHPFIN Adl6 fiber protein GmBarfT 

1 mQ KRArHsHdSfNPVYFYEDESSSQHPFIN ACI16A fib protein 

30 PGFISSNGFAQSPDGVLTLKCVNPLTTASG Adl6 fiber protein GenB&nlc 

30 PGFISSNGFAQSPDGVLTLKCVNPLTTASG M16A fib protein 

60 PLQLKVGSSLTVDTIDGSLEENITAAAPLT Adl6 fiber protein GaiBank 

GO PLQLKVGSSLTVDTIDGSLEENIT aHa P L T Adl6A fib protein 

90 KTNHSIGLLIGSGLQTKDDKLCLSLGDGLV Adl6 fiber protein GenBah}c 

90 KTNHSIGLLIGSGLQTKDDKLCLSLGDGLV MLfiA fib protein 

120 TKDDKLCLSLGDGLITKNDVLCAKLGHGLV Adas fiber protein GenBarik 

120 TKDDKLCLSLGDGLITKNDVLCAKLGHGLV Adl6A fib protein 

150 FDSSNAITIENNTLWTGAKPSANCVIKEGE Adl6 fiber protein GenBank 

150 FDSSNAITIENNTLWTGAKPSANCVIKEGE Aai6A fib protein 

180 DSPDCKLTLVLVKNGGLINGYITLMGASEY Adl6 fiber protein GaiBariJc 

180 DSPDCKLTLVLVKNGGLINGYITLMGASEY AcaifiA fib protein 

210 TNTLFKNNQVTIDVNLAFDNTGQIITYLSS Adl6 fiber protein GfenBank 

210 TNTLFKNNQVTIDVNLAFDNTGQIIT.YLSS Adl6A fib protein 

240 LKSNLNFKDNQNMATGTITSAKGFMPSTTA Adl6 fiber protein G^i&mk 

240 LKSNLNFKDNQNMATGTITSAKGFMPSTTA Adl6A fib protein 

270 YPFITYATETLNEDYIYGECYYKSTNGTLF AcCL6 fiber protein GsiBank 

270 YPFITYATETLNEDYIYGECYYKSTNGTLF fldl6A fib protein 

300 PLKVTVTiiNRRMLASGMAYAMNFSWSLNAE M16 fiber protein GenBarik 

300 PLKVTVTLNRRMLASGMAYAMNFSWSLNAE Ac3l6A fib protein 

330 EAPETTEVTLITSPFFFSYIRED dIT] Adl6 fiber protein GsiBank 




AdlSA fib protein 



Decoraticn 'DecxKration #1' : Bcoc residues that differ fran the Ocaisensus. 



